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10 20 30 40 50 60 70 80 90 100 110 120
CG@G ATTT COG L (OCG ACGACCG AG CGCGCGAGTCAGTG AGCGAGGAAGCCTGCATAACGC GAAGTAATCTTTTCGGTTTT G GGGCAGGGTGGTGACACC TTGCCCTTTTTTGCC

D meotmone i etnat e fenon ot g MWMAMMWM

130 140 150 160 170 180 190 200 210 220 230 240
GGACTGCAGCGGCCGC TACTAGTATTAACCGGTCCCACCG TACTCGTCAATTCCAAGGGCATCGGT CATCTGCTC CTCGAAGTCGGCCATATCCAGAGCGCCGTAGGGGGCGG AG

s o M/\/\/WU\/\ /\M\/\/\/\ Al M\/\M/\WMMAMW\N

250 260 270 280 290 300 310 320 330 340 350 360 370
TCGTGGGGGGT TCCCGG ACCCGGGGAATCCCCGTCCCCCAACATGTCCAGATCG TCGTCTAGCGCGTCGGCATGCGCCATCGCCACGTCCTCGCCGTCTAAGTGGAGCTCGTCCCCCAG

L o o Bt

380 390 400 410 420 430 440 450 460 470 480 490
GCTGACATCGGTCGGGGGGGCCGTCGACAGTCTGCGCGTGTGTCCCGCGGGGAG GGACAGGCGCGGAGCCGCCAGCCCCGCCTCTTCGGGGGCGTCGTCGTCCGGGAGATCGAGCAGGCCC

At 0 Mttt

500 510 520 530 540 550 560 570 580 590 600 610 620
TCGATGGTAGACCCGTAATTGTTTTTCGTACGCGC GCCGGCCATCTAGAAGCGGCCGCGAATTCCAG TCATCCTTAGCG GCTAAGGATTTTTTTTATCTG TTCTGCCTCGTGATACG

e e R




File: 1544ZAB061.abl Run Ended: 2014/7/12 5:1:21 Sgnal G:2245 A:1672 C:1531 T:1343
Sample: 15447AB061_premix Lane: 71 Base spacing: 15.072823 1697 bases in 20300 scans Page 2 of 2

630 640 650 660 670 680 690 700 710 720 730 740
CCTATTTTTATAGGTTAATGT CATGATAATAATGGTTTCTTAGACGTCAGGTGGCACTCGAGTTGATCGGGCACGTAAGAGGTTCCAACTTTCACCATAAT GAAATAAGATCACTACCGGGCGT

750 760 770 780 790 800 810 820 830 840 850 860 870
ATTTTTTGAGTTATCGAGATTTTCAGGAGCTAAGGAAGC T AAAAT GGAGAAAAAAATCACT GGAT ATACCACCGTTGATATATCCCAAT GGCATCGTAAAGAACATTTT GAGGCATTTCAGTCAG

I |

880 8§90 900 910 920 930 940 950 960 970 980 990
TTGCTCAATGTACCTATAACCAGACCGTTCAGCTGGATATTACGGCCTTTTT AAAGACCGT AAAGAAAAAT AAGCACAAGTTTTAT CCGGCCTTTATTCACATTCTT GCCCGCCTGAT GAAT GC

| | Y A Hmthl“u“

1000 1010 1020 1030 1040 1050 1060 1070 1080 1090 1100 1110
TCATCCGGAATTTCGTATGGC AAT GAAAGAC GGT GAGCT GGT GATATGGG ATAGT GTTCACCCTT GTT ACACCGTTTT CCAT GAGC AAACT GAAACGTTTTCATCGCTCT GGAGT GAATACCA

i s P S b

1120 1130 1140 1150 1160 1170 1180 1190 1200 1210 1220 1230 1240
CGACGATTTCC GGCAGTTTCTACCCA ATATT CGC AA GATGT GGCG GITACGGT GAAAACCT GGCCTATTT CCCTAAAGGGTTTA TIGGAAAT T GITTTTCGTTCCA GCCAATCCCT G3GGG AG
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